\ ?ﬂ!?:‘ﬁ!:‘mﬂ_
Indian Journal of Chemistry N |SQ.P
Vol. 65, June 2026, pp. 586-593 Hwerambm-faes
DOL: 10.56042/ijc.v65i6.22844

WY &1 AATaR 59
The fnngrarion Engine af Mndia

Comparison of the in silico antibacterial effects of coumarin-based Schiff bases
and metal complexes on the DNA gyrase enzyme
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The global increase in antibiotic resistance is reducing the effectiveness of current trea:ment options and necessitating the
development of new antimicrobial agents. Schiff base derivatives and metal complexcs are one of the pharmacophore
groups that atiract attention due to their broad biological effect spectrum and high chemucal stability, Metals are ‘mportant
components of many biochemical reactions oceurring in living organisms and are among the fundamental cellular elements
selected to perform various biological processes in nature. I sifico approaches offer a significant advantage in the drug
discovery process by enabling the examination of candidate molecules at low cost and in a short time, In this study, the
potential inhibitory effects of the Cu (II), Zn(II), Ni(Il), and Fe (IT) metal complexes of the newly designed coumarin
derivatives on the Escherichia coli DNA gyrase (PDB ID: 1KZN) enzyme were compared using molecular docking
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